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1) Transformation 2) Small-scale culture

After 8 h, ODgy = 2.5
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3) Large-scale culture, induction and cell harvesting

* Small scale (from Shapla © ) = 0Dy, = 8.9 >
5.6 mL in 500 mL of LB

* After 40 min, ODgy,, = 0.01 = we added 10 mL ©
* After 1.5 h, 0Dy, = 0.43
* Induction IPTG

* 20 min = centrifugation = pellet of 0.78 g
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1) Sonication

6.28 g of pellet
(from Shapla © )

Flow-through
Wash

El 0Dy = 4.067 mg/mL  (Byg0/080 = 0.79)
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5) SDS-PAGE

A  Insoluble
B Soluble
C Flow-through

D Wash
E IMAC E1
F IMAC E2
G SEC F4
H IEX E
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Day 3

1) Chsf F4

£ BESTSEL

Choose wavelength range:

200-250 nm

Scale factor 1

Recalculate
Recalculation for the spectrum
muitiplied by the scale factor in the
chasen wavelength range.

Best factor
Dependence of the secondary
structure estimation and NRMSD of
fitting upon the spectral amplitude
(use g

MSD as

m

Fold recognition

Prediction of fold class, architecture
and topology (CATH classification)
based on the resuits of the secondary
structure determination. This
Junction is available when the
secondary structure is estimated in
the Singie spectrum analysis

Back
Back to the starting page. Data will
be lost.

SINGLE SPECTRUM ANALYSIS
RESULTS

References: Nucleic Acids Res. 50:W90-98 (2022); Nucleic Acids Res. 46:W315-22 (2018); PNAS 11:E3095-103 (2015)
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Name~ Type | Tm Am  Am/o | R? MinT  MaxT MinF  MaxF
AO1 Assay | 50.3 1.000 | 279 67.5 58620 170,703
A02 Assay 50.8 1.000 27.9 67.5 44,122 127,550
A03 Assay 51.0 1.000 27 67.5 51,068 141,276
Group ]

3) MALDI-TOF F4

MW: 48.2 kDa
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THANK YOU!




